
Conceptual translation of Homo sapiens TMEM39B, transcript variant 1, mRNA (NM_018056.4) 
Highly conserved amino acids bolded 

 
 

gatacccgggactgggctgcggcggttagtcctctcccggccgccgtcgcctccgacatat    61     KHSRP binding site 
 
     
tgcccgcaggagctgcggcggcgaagcggagagcaccggggggaggagatgggaggacga    121    ex1|ex2 SFRS9 binding site 
                                                 M  G  G  R       4    iso1 N-term YBX1 binding site 
 
agaggtcccaacaggacatcttactgtcgaaatccgctctgtgagccgggatcctcgggg    181      
 R  G  P  N  R  T  S  Y  C  R  N  P  L  C  E  P  G  S  S  G      24      
 
ggctctagtggaagccacacttccagtgcatcggtgaccagtgttcgttcccgcaccagg    241     ex2|ex3 
 G  S  S  G  S  H  T  S  S  A  S  V  T  S  V  R  S  R  T  R      44     serine-rich region 
 
agcagttctggaacaggcctctccagccctcctctggccacccaaactgttgtgcctcta    301 
 S  S  S  G  T  G  L  S  S  P  P  L  A  T  Q  T  V  V  P  L      64 
 
cagcactgcaagatccccgagctgccagtccaggccagcattctgtttgagttgcagctc    361 
 Q  H  C  K  I  P  E  L  P  V  Q  A  S  I  L  F  E  L  Q  L      84     transmembrane region 1 
  
ttcttctgccagctcatagcactcttcgtccactacatcaacatctacaagacagtgtgg    421 
 F  F  C  Q  L  I  A  L  F  V  H  Y  I  N  I  Y  K  T  V  W     104 
 
tggtatccaccttcccacccaccctcccacacctccctgaacttccatctgatcgacttc    481     ex3|ex4 
 W  Y  P  P  S  H  P  P  S  H  T  S  L  N  F  H  L  I  D  F     124     transmembrane region 2 
 
aacttgctgatggtgaccaccatcgttctgggccgccgcttcattgggtccatcgtgaag    541      
 N  L  L  M  V  T  T  I  V  L  G  R  R  F  I  G  S  I  V  K     144     M alt N-term (iso2) 
 
gaggcctctcagagggggaaggtctccctctttcgctccatcctgctgttcctcactcgc    601     ex4|ex5 
 E  A  S  Q  R  G  K  V  S  L  F  R  S  I  L  L  F  L  T  R     164     transmembrane region 3 
 
ttcaccgttctcacggcaacaggctggagtctgtgccgatccctcatccacctcttcagg    661 
 F  T  V  L  T  A  T  G  W  S  L  C  R  S  L  I  H  L  F  R     184     [leucine coiled coil] 
                                                                        [F..Y motif]  
acctactccttcctgaacctcctgttcctctgctatccgtttgggatgtacattccgttc    721     ex5|ex6, M alt N-term (iso3/4) 
 T  Y  S  F  L  N  L  L  F  L  C  Y  P  F  G  M  Y  I  P  F     204     transmembrane region 4 
                                                                          
ctgcagctgaattgcgacctccgcaagacaagcctcttcaaccacatggcctccatgggg    781 
 L  Q  L  N  C  D  L  R  K  T  S  L  F  N  H  M  A  S  M  G     224 
 
ccccgggaggcggtcagtggcctggcaaagagccgggactacctcctgacactgcgggag    841 
 P  R  E  A  V  S  G  L  A  K  S  R  D  Y  L  L  T  L  R  E     244 
 
acgtggaagcagcacacaagacagctgtatggcccggacgccatgcccacccatgcctgc    901     found elsewhere in human genome 
 T  W  K  Q  H  T  R  Q  L  Y  G  P  D  A  M  P  T  H  A  C     264 
 
tgcctgtcacccagcctcatccgcagtgaggtggagttcctcaagatggacttcaactgg    961 
 C  L  S  P  S  L  I  R  S  E  V  E  F  L  K  M  D  F  N  W     284 
 
cgcatgaaggaagtgctcgtcagctccatgctgagcgcctactatgtggcctttgtgcct   1021 
 R  M  K  E  V  L  V  S  S  M  L  S  A  Y  Y  V  A  F  V  P     304    transmembrane region 5 
 
gtctggttcgtgaagaacacacattactatgacaagcgctggtcctgtgaactcttcctg   1081     ex6|ex7 
 V  W  F  V  K  N  T  H  Y  Y  D  K  R  W  S  C  E  L  F  L     324    transmembrane region 6 

 
ctggtgtccatcagcacctccgtgatcctcatgcagcacctgctgcctgccagctactgt   1141 
 L  V  S  I  S  T  S  V  I  L  M  Q  H  L  L  P  A  S  Y  C     344   
 
 
 

stem loop 

stem loop 

gacctgctgcacaaggccgccgcccatctgggctgttggcagaaggtggacccagcgctg   1201 
 D  L  L  H  K  A  A  A  H  L  G  C  W  Q  K  V  D  P  A  L     364 
 
tgctccaacgtgctgcagcacccgtggactgaagaatgcatgtggccgcagggcgtgctg   1261     ex7|ex8 
 C  S  N  V  L  Q  H  P  W  T  E  E  C  M  W  P  Q  G  V  L     384 
 
gtgaagcacagcaagaacgtctacaaagccgtaggccactacaacgtggctatcccctct   1321 
 V  K  H  S  K  N  V  Y  K  A  V  G  H  Y  N  V  A  I  P  S     404 
 
gacgtctcccacttccgcttccatttctttttcagcaaacccctgcggatcctcaacatc   1381     ex8|ex9 
 D  V  S  H  F  R  F  H  F  F  F  S  K  P  L  R  I  L  N  I     424     transmembrane region 7 
              [F.F.F.F] 
ctcctgctgctggagggcgctgtcattgtctatcagctgtactccctaatgtcctctgaa   1441 
 L  L  L  L  E  G  A  V  I  V  Y  Q  L  Y  S  L  M  S  S  E     444    
 
aagtggcaccagaccatctcgctggccctcatcctcttcagcaactactatgccttcttc   1501     found elsewhere in human genome 
 K  W  H  Q  T  I  S  L  A  L  I  L  F  S  N  Y  Y  A  F  F     464     transmembrane region 8 
 
aagctgctccgggaccgcttggtattgggcaaggcctactcatactctgctagcccccag   1561 
 K  L  L  R  D  R  L  V  L  G  K  A  Y  S  Y  S  A  S  P  Q     484 
 
 
 
agagacctggaccaccgtttctcctgagccctggggtcacctcagggacagcgtccaggc   1621        
 R  D  L  D  H  R  F  S  *                                      492 
 
              found elsewhere in human genome 
ttcagccaagggctccctggcaaggggctgttgggtagaagtggtggtgggggggacaaa   1681     SFRS13A binding site 
             
agacaaaaaaatccaccagagctttgtatttttgttacgtactgtttctttgataattga   1741     miR-1290, miR-4450, miRNA-520d-5p 
              KHDRBS3 binding site 
tgtgataaggaaaaaagtcctatttttatactcccaa                          1778     ELAVL1 binding site 
gcctgtgtcctgtggttcttttccttcgtgtgtgtgagacctattacagaggtgtgg 
gattctggtttaggaagccccaacatgtggcttctgaagcctctgtgggtactgccttct 
tcagtagagaggagatgagaaggcactggaggccacgggagcagtgatagctactgcgaa 
ctgaatgctcactgtgtgccagatgctgctctgtgtgtatttcaggccttgccttaatct                      extended 3’ UTR using BLAT 
aacttttatgacaaccctaggaggaaagtgctatcactccaatggatgaagaactggagc 
tcagagagttatagtgacttgcccgtagtaacacagctaggaagtggtagagctggacat 
aaaacctctgaaaggccgggcacagtggctcaagcctgtaatcccagcactttgggaggc 
cgaggtgggcagatcactgaaagccaggagttcgagaccagcctggccaagatggcaaaa 
ccccatctctactaaaaatataaaaattagccaggtgtggtggcgcatgtcggtagtccc 
agctacttggaaggctgagccacgagaatcgcttgaacctggaggcaggggttgcagtga 
gctgagatcgcgccattacactccagcctgggtgacagagcaagatgctgtctcaaaaaa 
aataaaataaggccgggcgccatggctcacacctgtaatc                                poly-A signal 

 
 
 

              S-palmitoylation     O-GlcNAc 

              Sumoylation   Yin-Yang (O-GlcNAc or Phos) 

              Glycation   Phosphorylation 

              O-Glycosylation 

 

 

stem loop 

stem loop 



 


